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[Abstract] Objective To investigate the correlation between the expression levels of peripheral
blood microRNA-145-5p (miR-145-5p) and microRNA-223 (miR-223) and treatment response
and prognosis in patients with chronic obstructive pulmonary disease (COPD) complicated with
pulmonary tuberculosis (PTB).Methods A total of 180 patients with COPD complicated with
PTB treated in this hospital from March 2022 to March 2024 were enrolled as the study group.
Meanwhile, 60 COPD patients, 60 PTB patients and 60 healthy subjects during the same period
were selected as the control cohort. Quantitative real-time polymerase chain reaction (QRT-PCR)
was applied to detect the baseline expression levels of peripheral blood miR-145-5p and miR-223
in all subjects, and the above indicators were dynamically measured in the study group at 3 and 6
months of treatment. The expression levels of miR-145-5p and miR-223 were compared among
patients with different treatment responses and prognostic outcomes in the study group. Receiver
operating characteristic (ROC) curve was used to analyze the predictive value of miR-145-5p and
miR-223 expression levels for treatment response in patients with COPD complicated with PTB.
Multivariate Logistic regression analysis was performed to explore the influencing factors for
prognosis in these patients.Results The baseline expression level of peripheral blood miR-145-5p
in the study group was significantly lower than that in the COPD group, PTB group and healthy
control group (P<0.05), while the expression level of miR-223 was significantly higher than that
in the three groups above (P<0.05). After 6 months of treatment, 126 patients in the study group
achieved effective treatment (effective group) and 54 had ineffective treatment (ineffective
group),with a treatment response rate of 70%. In the effective group, the expression level of
miR-145-5p gradually increased and that of miR-223 gradually decreased at each time point after
treatment (P<0.05), whereas no significant changes were found in the above indicators in the
ineffective group (P>0.05). The area under the ROC curve (AUC) of baseline miR-145-5p
combined with miR-223 for predicting treatment response was 0.842 (95% CI: 0.778~0.905), with
a sensitivity of 88.1% and a specificity of 78.3%, which was superior to single indicator detection.
During the 2-year follow-up, 28 patients in the study group experienced recurrence and 16 died,
resulting in a poor prognosis rate of 24.4%. The poor prognosis group (recurrence or death)
showed lower baseline miR-145-5p expression and higher miR-223 expression (P<0.05).
Multivariate Logistic regression analysis revealed that low baseline expression of miR-145-5p,
high baseline expression of miR-223, multi-lobe pulmonary tuberculosis lesion extent, elevated
interleukin-6 (IL-6) and C-reactive protein (CRP) levels were independent risk factors for poor
prognosis in patients with COPD complicated with PTB (P<0.05).Conclusion Peripheral blood
miR-145-5p is down-regulated and miR-223 is up-regulated in patients with COPD complicated
with PTB. Combined detection of the two can serve as potential biomarkers for evaluating
treatment response and prognosis of such patients.
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Rl A% kT

i ffint 65 (36.11) 28 (46.67)

el )115 ( 6389 32 (53.33) 0984 0321
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miR-223 1.461 0.446 10.719 0.001 4292 1.793-10.279
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